The molecular stucture of the title compound, (I), is illustrated in Fig. 1 . There is an intramolecular hydrogen bond between the hydroxy moiety and one of the ketal oxygen atoms (O3-H1O···O2, oxygen-oxygen distance 2.6820 (12) Å, O-H···O angle 153 (1)°). The presence of the hydrogen bond results in a loss of the average mirror symmetry and as a result the molecular conformer is chiral at C2. Both hands of the conformer are present in the structure as implied by the centrosymmetric space symmetry. The 1 H NMR spectrum (room temperature) is indicative of the average conformation indicating
The molecules of the title compound, C 18 H 20 O 3 , display an intramolecular O-HÁ Á ÁO hydrogen bond between the hydroxy donor and a ketal O-atom acceptor. In the crystal, intermolecular C-HÁ Á Á interactions connect adjacent molecules into chains parallel to the b axis.
Related literature
For the preparation of the title compound, see: Paulson et al. (1973) . Table 1 Hydrogen-bond geometry (Å , ). (12) 153 (1) Data collection: CrysAlis CCD (Oxford Diffraction, 2007); cell refinement: CrysAlis RED (Oxford Diffraction, 2007) ; data reduction: CrysAlis RED; program(s) used to solve structure: SIR97 (Altomare et al., 1999); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: publCIF (Westrip, 2009). that rearrangement in the solution state is rapid on the NMR timescale.
Experimental
The molecules of (I) are arranged in chains that propagate parallel to the b axis via intermolecular CH···π interactions as illustrated in Fig. 2 (C15-H15 edge ···C13-C18 plane distance 2.96 Å). Interestingly, these are the only significant aryl-aryl interactions. The aliphatic components of the molecule including the methyl, methylene and ketal groups, completely occupy the space between the two phenyl rings (highlighted in Fig. 2 ) in which π interactions would be expected to occur. Adjacent chains are connected by weakly interacting aliphatic-CH···π interactions in addition to the omnipresent van der Waals forces.
The title compound was prepared by the procedure reported by Paulson et al. (1973) . Large crystalline plates were obtained from methanol/water by vapour diffusion. NMR 1 H (300 MHz, CDCl 3 ) 7.53 (m, 4H, ortho-H), 7.30 (m, 4H, meta-H), 7.18 (tt, 2H, para-H), 5.39 (s, 1H, OH), 3.9-3.6 (symmetrical multiplets, AA'BB', 4H, ketal ring H), 2.84 (s, 2H, CH 2 ), 1.07 (s, 3H, CH 3 ).
Refinement
C-bound H atoms were included in idealized positions and refined using a riding model approximation with methylene, methyl and aromatic bond lengths fixed at 0.99, 0.98 and 0.95 Å, respectively. U iso (H) values were fixed at 1.2U eq of the parent C atoms for methylene and aromatic H atoms and 1.5U eq of the parent C atoms for methyl H atoms. The hydroxy H atom was located in a Fourier difference map and refined with an O-H bond length restraint of 0.98 Å and with U iso fixed at 1.5U eq of the parent O atom. Fig. 1 . ORTEP depiction of the molecular structure with atom numbering scheme. Ellipsoids are drawn at the 40% probability level. The intramolecular hydrogen bond (O3-H···O2) is indicated by a dashed line. Fig. 2 . Crystal packing detail viewed parallel to the a axis. CH···π (edge to face) interactions propagate parallel to the b axis (black arrows). The arrangement of the aliphatic components (methyl green, ethylene orange and ketal blue) between four phenyl rings is indicated. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0099 (6) 0.0131 (7) C10 0.0485 (9) 0.0439 (9) 0.0291 (7) 0.0100 (7) 0.0122 (7) 0.0169 (7) (7) 0.0112 (7) −0.0133 (7) C17 0.0465 (9) 0.0411 (9) 0.0281 (7) −0.0070 (7) −0.0071 (6) −0.0071 (7) C18 0.0312 (7) 0.0279 (7) 0.0273 (7) 0.0007 (6 
